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Hybridization is a large threat to the continued existence of native cutthroat trout (Onco-
rhvnchus clarkii). Considerable eftort has been spent identifying and attempting to conserve
non-hybridized native cutthroat trout populations. Previously, Montana Fish, Wildlife, und
Parks used a procedure examining fragments of nuclear DNA located between transposable
elements (PINE analysis) to determine whether or not populations were hybridized and to
what extent. A problem with this technique was that the markers used were inherited in a
dominant/recessive fashion making identification of all genotypes not possible which from
a statistical aspect weakens the power of the data. We developed a procedure that examines
codominant insertion/deletion (indel) events as well as microsatellite markers that distinguish
among westslope cutthroat (O. ¢. lewisi), Yellowstone cutthroat ((). ¢. bouvieri), and rainbow
trout (O. mykiss). The codominant nature of these markers allows for the direct determination
of all genotypes and estimates of allele frequencies in samples which greatly increases the
power of the data. Furthermore, the new procedure requires only two independent polymerase
chain reactions which reduces the amount ot effort required to collect the data. This tech-
nique, theretore, is far superior to the previously used PINE analysis.
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