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We compared muscle lipid content, muscle stable isotope ratios, body morphology, and 

microsatellite allele frequencies between shallow (0-25 m) and deep caught (>50 m) lake 
trout (Salvelinus namaycush) from Flathead Lake, Montana. We found that lipid content 

was similar between depth groups. Stable isotopes of N and C varied between depth groups, 
demonstrating that individual fish exhibit long term depth preferences . Depth groups varied 

in their morphology. Relative to shallow fish, deep fish had a head more in line with the rest 
of the body, bigger eye, deeper body, wider skull, longer pectoral fin, and a deeper and shorter 

caudal peduncle. Microsatellite allele frequencies were similar between depth groups, strongly 
suggesting gene flow between shallow and deep fish. 
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